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Table[LO Positive rate of H. pylori specific amplified
product in the well water

PCR primer for the

. o
amplification of H. pylori genome positive ratel] %)

16SrRNA 1/43 0 2.3%0
ureA 4/43 0 9.3%0
ureB 0/43 0 0.0%0
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Fig. 1 ADO Alignments of ureA nucleotide sequence of H. pylori obtained from well
samples. #25, 39, 45, 47 were positive for ureA PCR and determined for the nucleo-
tide sequence. 26695 and J99 were the corresponding sequences of the referred
strain from GeneBank[ 26695 strainl ACCESSION AE 000529 AE000511, J99
strain(J ACCESSION AE001446 AE001439(]

BO Alignments of 16 SrRNA nucleotide sequence of H. pylori obtained from well

samples. #27 was positive for 16SrRNA PCR and determined for the nucleotide se-
quence. 26695 and J99 were the corresponding sequences of the referred strain
from GeneBank{] 26695 strain(l ACCESSION AE000644 AE000511, J99 strain(] AC-
CESSION AE001556 AE0014390

26695 2322 CATGAAGTGGGTATTGAAGCGATGTTTCCTGATGGGACAAAACTCGTAACCGTGCATACCCCTATTGAGGCCAATGGTAAATTAGTTCCT 2233

J99 2338 L Toveeiiinnns Gooruns 2249

#25 1 ¢ 90

#39 1 C 90

#45 1 C 90

#47 1 ¢ 90

26695 2232 GGTGAGTTGTTCTTAAAAAATGAAGACATCACTATCAACGAAGGCAAAAAAGCCGTTAGCGTGAAAGTTAAAAATGTTGGCGACAGACCG 2143

J99 2 [ 2159

#25 91 e Ta 180

#39 S 180

#45 S 180

#47 L 180

26695 2142

J99 2158

#25 181

#39 181

#45 181

47 181

A

26695 5826  TTTAGGGCGTGGACTACCAGGGTATCTAATCCTGTTTGCTCCCCACGCTTTCGCGCAATCAGCGTCAGTAATGTTCCAGCAGGTCGCCTT 5915

J99 5285 5374

#37 1 89

26695 5916  CGCAATGAGTATTCCTCTTGATCTCTACGGATTTTACCCCTACACCAAGAATTCCACCTACCTCTCCCACACTCTAGAATAGTAGTTTCA 6005

J99 5375 5464

#37 90 179

26695 6006

J99 5465

#37 180

26695 6096

J99 5556

#37 270

26695 6186

J99 5645 5673

#37 360 388
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Table[20 Correlation between the presence of H. pylori and well type, depth

number of
number of number of ureA
type depth 16SrRNA gene
samples gene detected detected
Open type 0 10m 12
100 20m 4 1 1
unknown 4
Closed type 0 50m 9 1
50 0 100m 6
100m O 2
unknown 2 1
Spring water im 4 1
Total 43 4 1
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Possibility for the Presence of Helicobacter pylori in Drinking Well Water

Yasutsugu IMANISHI'", Takeshi OGATA", Atsuko MATSUZUKA",
Takako TASAKI™, Toshio FUJIOKA®, Mitsunobu AKASHI*,
Yoshihiro MAKINO*’ & Akira NISHIZONO"
"School of Medicine *Oita Medical University, Department of General Medicine Center *Oita
Medical University hospital. Oita ken Kouseiren Tsurumi hospital
“Department of Infectious Diseases Control Oita Medical University, Oita, Japan

Forty three well waters which are currently used as drinking water were studied for the pres-
ence of Helicobacter pylori. Using magnetic-beads purification and PCR amplification of H. pylori-
specific gene, 4 of the 43 samples were positive for H. pylori-ureA gend] 9.30 Oand 1 of the 43 samples
was positive for H. pylori-16SrRNA genel 2.300 [ The presence of H. pylori-specific amplified product
did not correlate with the type, depth and location of the wells. This study demonstrated that H. py-
lori can be transmitted via drinking water, especially well water in Japan.
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