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TableMO Information of each cases suspected as a outbreak of Mycobacterium tuberculosis

Number of strains

Number of - . . Frequency of Number of :
Case patients Place Time at infection contact Strains tested having same DNA
pattern
A 9 Office Same time 1 time 5 4
B 8 Hospital 1 For 6 months everyday 8 7
C 4 Social activity For a few months 1-2/a week 3 3
D 5 Family For a few months everyday 3 3
E 10 Hospital 2 For 2 years Almost no time 8 0
Fig.1 DNA finger printing of Mycobacterium tuberculosis by 1S6110-RFLP method-1
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Fig.2 DNA finger printing of Mycobacterium tuberculosis by 1S6110-RFLP method-2
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DNA finger printing of Mycobacterium tuberculosis by AP-PCR method-1
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Fig. 4 DNA finger printing of Mycobacterium tuberculosis by AP-PCR method-2
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Fig.5 DNA finger printing of Mycobacterium tuberculosis by AP-PCR method-11 350
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Fig. 6 DNA finger printing of Mycobacterium tuberculosis by AP-PCR method-21 350
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Usefulness of Arbitrarily Primed Polymerase Chain ReactiondJ AP-PCRO Method
for DNA Fingerprinting Analysis of Mycobacterium tuberculosisd0 MTB[TJ
Comparison between DNA Restriction Fragment-Length Polymorphism
0 RFLPO Method and AP-PCR Method

Jun MUKAIGAWA, Yukako SHIMOJIMA, lwao MURATA, Miyoko ENDOU,
Yositoki YANAGAWA & Satosi MOROZUMI
Department of Microbiology, Tokyo Metropolitan Institute of Public Health

We have been analyzing cases suspected as outbreak of Mycobacterium tuberculosis in Tokyo us-
ing RFLP method. This time we analyzed 27 strains of MTB from 5 cases in two hospitals, a family,
member of social activity and stuff of a corporation using both RFLP and AP-PCR methods. At 4
cases, over 8000 of strains were same pattern in each cases with RFLP and AP-PCR and were identi-
fied as a patient to patients transmission of MTB. At one case, in a hospital, each strains were com-
pletely different patterns at both methods, which showed it was not a outbreak case. Results of RFLP
and AP-PCR were completely same, which indicates AP-PCR is also useful and rapid method for epi-
demiological analysis of MTB infection as well as RFLP.
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