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Fig. 1 Clinical diagnosis of patients with S. pneumoniae and/or H. influenzae in their

upper-pharynx
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Table 10 Classification of S. pneumoniae and H. influenzae by MICs
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Table 20 Classification of S. pneumoniae and H. influenzae by gene analysis
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Fig. 2 Susceptibility of S. pneumoniae and H. influen-

zae by MICs.
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Fig. 3 Correlation between classification by MICs
and resistant gene analysis.
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Fig. 4 Rate of resistant strains of S. pneumoniae and
H. influenzae by age.
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Fig. 5 Rate of resistant strains of S. pneumoniae and
H. influenzae by day nursery.
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Fig. 6 Rate of resistant strains of S. pneumoniae and Fig. 7 Rate of resistant strains of S. pneumoniae and
H. influenzae by use of antimicobial agents in last 3 H. influenzae by underlying disease allergic dis-
months. ease, heart disease, low birth weight, nephropathy,

endocrinopathy, malformation.
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Fig.8 Monthly isolation of S. pneumoniae and H. influenzae at our department.
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Antimicrobial Resistance in Streptcoccus pneumoniae and Haemophilus influenzae
Isolated from Nasopharynx in Children

Ayumi MATSUMOTO", Mitsuoki HOSOY A*, Masahiko KATAYOSE", Hiromichi MURAI®,
Yukihiko KAWASAKI®, Kei SATO", Kazuo KATO* & Hitoshi SUZUKI*
“Department of Pediatrics, Soma General Hospital
*Department of Pediatrics, Fukushima Medical University School of Medicine
*nstitnte of Public Health

The aims of this study are to investigate the antimicrobial susceptibility of bacteria isolated from
children and clarify the risk factors for the carriage of the resistant strains. We examined the mini-
mum inhibitory concentrationsd MICs[ of antimicrobial agents against 949 strains of Streptcoccus
pneumoniael] S. pneumoniae Jand 791 strains of Haemophilus influenzaed H. influenzae Oisolated at our
department between September, 2001 and May, 2003. Of those, 226 S. pneumoniae strains and 115
H. influenzae strains were analysed for the resistance genes. Also we retrospectively reviewed the
profiles of 1,359 patients with either S. pneumoniae, H. influenzae,or both in nasopharynx. From the
view point of MICs, PSSP strains were 1851 1900 [J PISP strains were 4431 470 [J and PRSP strains
were 32100 3400 Oin 949 S. pneumoniae strains, and BLNAS strains were 54500 6900 [J low-BLNAR
strains were 1040 130 [J BLNAR strains were 81] 1100 [J and BLPAR strains were 6100 800 Oin 791
H. influenzae strains. The results of gene analysis showed that all resistant strains by MICs such as
PISP, PRSP, BLNAR, and BLPAR had resistant genes and that 5500 of and 210 of susceptible strains
of S. pneumoniad’] PSSPOand H. influenzadd BLNAS respectively, had resistant genes. From the in-
vestigation for profiles of 1,359 patients, age less than 3 years old, day nursery, and use of antimicro-
bial agents in last 3 month, seemed to be the risk factors for carriage of resistant strains. To prevent
the resistant bacteria from disseminating we should re-consider how to use the antimicobial agents
and nurse the young children.
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