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Table 10 Classification of types in isolated Salmonella Enteritidis based on PFGE patterns with

restriction enzymes, Xbal and Notl

Xbal No.of
Xla X1b X1c X1d X1f Xlg X1h X2 o strains
Nla 24 1 3 11 6 1 3 53
Nib 20 7 2 30
Nlc 1 1 2
Nid 3 3
Not | Nle 1 1 2
N1f 1 1
N2 3 3
N3 1 1
J 17 4 25
No. of strains 62 7 1 3 25 7 1 1 5 120

Y not tested

Fig. 1 Main types of PFGE pattern of Salmonella Enteritidis strains cleaved with re-

striction enzyme Xbal and Notl. Marked o ”

and’ A" on the side indicate the ap-

peared bands and disappeared bands, respectively, compared with bands of X1a

type and N1la type.
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Fig.2 Dendrogram of the cluster analysis of Xball alJ
and NotlO bO digested DNA from main types of Sal-
monella Enteritidis strains.
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Table 20 Summary of cases of mass outbreak of food poisoning

Case Year mgg;/h. Estimated roots or sources PFGE type

Xba | Not |
A 1992 712 unknown X1f N1b
B 1993 829 egg X1f N2
C 1994 927 cook X1f Nla
D 1995 7.11 unknown Xla N1b
E 1997 71 coating butter Xla Nla
F 1997 713 boiled food X1g Nla
G 1997 7.19 cook wear X1f Nid

0 Xlg® O Nlel®

H 1998 714 soup stock X1b N1ib
| 1999 1122 scrubbing brush Xla N1b
J 1999 11.30 fried rice Xla N1b

adifferent type was isolated from patient’s stool.

Table 30 PFGE types in isolated Salmonella Enteritidis based on the different sources

No. of strains

Sources Xbal

Notl

Examined Examined
strains Xla X1f others strains Nla N1b others
Stool 65 38 15 12 53 28 19 6
Egg 20 15 4 15 10 1
Other foods 7 2 3 2 6 3 1
Cook wear 13 7 3 3 13 5 3
River water 10 0 0 10 8 7 1
Total 115 62 25 28 95 53 30 12
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Molecular Epidemiology of Salmonella Enteritidis Food
Poisoning by Pulsed-Field Gel Electrophoresis

Noritoshi KITAMOTOY, Yoji KATO'", Kanako HAMADA™", Shihono KANZYA',
Takashi ONAKA?, Masaharu YOKOTA* 0 Tomoyuki TANAKA*
'School of Human Science and Environment, University of Hyogo,

'Sakai City Institute of Public Health

During the years 1983 to 1999, a total of 120 Salmonella Enteritidis0 SE[ isolates from various
sources, patient's stool, foods, kitchen wear, river water etc., in 61 cases of food poisoning in the Sakai
City, were typed by pulsed-field gel electrophoresisd PFGE after Xbal or Notl digestion of chromo-
somal DNA. Xbal and Notl restriction produced 21 X1 and X20Oand 37 N1, N2 and N3Opulse-field pro-
files, respectively. The X1 and N1 types were further divided into 8] X1a—X1hOand 61 N1la-N1fOsub-
types, respectively. However, these strains of subtypes showed only 0-4 fragment changes in PFGE
patterns and the index of discrimination of over 0.75, indicating that SE isolates belong to the same
clonal lineage, or are revealing closely clonal relationships. These results suggested a possible strain
transmission in case of food poisoning, and epidemiologically related SE isolates were spread in the

Sakai City district during a long period.
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