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Table 1 Classification of H.influenzae by gene analysis

pbp mutationd 0 O pbp mutation O O

TEMO O P TEMO O [PU
TEMO O ¥ TEMO O [F0E
pbp3-1 pbp3-2 pbp3-10r3-2
BLNAS BLPAR Low-BLNAR BLNAR BLPACR

BLNAS; B-lactamase-nonproducing ampicillin-susceptible H.influenzae; BLNAR; B-
lactamase-nonproducing ampicillin-resistant H.influenzae; BLPAR; B-lactamase-pro-
ducing ampicillin-resisntant H.influenzae; BLPACR; B-lactamase-producing amoxicil-
lin/clavulanic acid-resistant H.influenzae

e TEMUO O 0 TEM-1 B-lactamase gene negative

U0 TEMO O O TEM-1 B-lactamase gene positive

Fig.1 The relation between susceptibilityd MICOto Ampicillin and the accumulation

of altered pbp genes in Haemophilus influenzae O H. influenzae O

BLNASUO B-lactamase-nonproducing ampicillin-susceptible H. influenzae, BLNARO
B-lactamase-nonproducing ampicillin-resistant H. influenzae, BLPARO B-lactamase-
producing ampicillin-resisntant H. influenzae, BLPACR O B-lactamase-producing

amoxicillin/clavulanic acid-resistant H. influenzae
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Table 2 Characteristics of Patientsl]

Characteristics Resultstin [ 1720]

0 N %0
Male 94001 54.70)
Infection Categories 220 12.60
Tonsilitis 310 18.00
Laryngitis 50 290
Bronchiolitis 4302470
Bronchitis 100 5.70
Pneumonia 610 3550
Antibiotics use within last 3 months
0 None 730 42.00
0 Oral B-lactams 3900 22,70

[ amoxicillin20 5.1 cefaclor50 12.8[11 cefpodoxime-
proxetil150 38.5[1] cefditoren-pivoxil170 43.5[1J

0 Oral macrolidesO clarithromycinO 510 29.70
Intra-venous antibiotics 90 5.20
Age categories] yeas old0J
0 mean 2.66 years old
oo s 11801 68.60
03-6 460 26.40
gen 801 46.00
Underlying disease
0 None 1170 67.20
O Allergic disease 480 27.60
0 Heart disease 50 290
O Endocrinopathy 10 060
O Low birth weight 20 110
0 Epilepsy 10 0.60
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Fig.2 The relation between antibiotic use within the
last 3 months and of resistant strains
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Fig. 3 The relation between oral-antibiotics use and resistant strains
BLNASDO B-lactamase-nonproducing ampicillin-susceptible H. influenzae, BLNARD
B-lactamase-nonproducing ampicillin-resistant H. influenzae, BLPAR O B-lactamase-
producing ampicillin-resisntant H. influenzae, BLPACRUO B-lactamase-producing amox-

icillin/clavulanic acid-resistant H. influenzae
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Host Risk Factors for Acquirement of Antimicromial Resistant Gene in Haemophilus influenzae

Ayumi MATSUMOTO", Mitsuaki HOSOY A*, Masahiko KATAYOSE",
Kiyohiko WATANABE™, Kazuo KATO* & Hitoshi SUZUKI*
"Department of Pediatrics, Soma General Hospital
*Department of Pediatrics, Fukushima Medical University School of Medicine
*Bacteriological Laboratory, Soma General Hospital
“Fukushima Institute of Public Health

The present study investigated the host risk factors for carriage of Haemophilus influenzaell H. in-
fluenzae Cwith resistant genél sCagainst antibiotics. From September 2001 to January 2004, 174 strains
of H. influenzae were isolated from the nasopharynx of children with respiratory tract infections. We
classified these strains on the basis of the MIC to Ampicillin and the presence of resistant gené] stfor
antibiotics resistancel] gene for B-lactams and altered pbp genell s[T] The patients’ background such
as previous antibiotic usage, age, daycare attendance, siblings and underlying diseases was investi-
gated. The risk factor for carriage of strains with altered pbp gened sO was the usage of B-lactams
within the last 3 months. Controlled usage of oral B-lactams might be an important issue for prevent-
ing the spread of resistant H. influenzae strains such as B-lactamase non-producing ampicillin resis-
tant H. influenzae. We have to reconsider a therapeutic approach for the treatment of young children
with respiratory tract infection.
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