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Mycobacterium bovis BCG (BCG W) & Mycobacterium
tuberculosis (& b EERE) OHEHNIZE KW, £
D70, WEBHIT 5720 IIR SR -k %
55 17 AU OB Z %9 5. 4l BBz T IR -
B R O/NRBI2 58 5N 72 RA 5, PCREEIC
T BCG 1 DNA OAFAE % S CREM L, & W - ik
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Fig. 1 Chest computed tomography
Chest computed tomography indicating a chest-wall tu-

mor with osteolytic changes in the left rib (white arrow).
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3t & DNA Z 3 L7z 1%%, PCR % v TR
B A EIC A T % qyrB O {51 #HI% % B g L 72
L 2%, 420bp & 450bp DN ¥ R H A4 RN ERY 2
DNA DB % 2672 (Fig. 2). b b RERE 2> M. bo-
vis HE 2 ZEN T A 72012, T OHIEX 72 DNA
DI 2 RE LT, F—F~X—2 (BLAST) ¥
F LR, M. bovis &£ 100% —3 LTz, D&
572 M. bovis 28 BCG B2 ¥ BB A O 851
%9 572 RD1 B O W T L7 R, Bldo
MEtA iy SRR H & 272 ) PCR EMIZRAD 5
Nhirofz. TOZ LI, BCGHTH A Z LAY
L7 25617, TOBCGRAHARTHEHINTY
% BCGHTH LMt biTo72. HRTHHSh
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Fig. 2 Conventional PCR for Mycobacterial Species (gyrB gene)
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Fig. 3 Conventional PCR for Identifying of M. bovis BCG (RD16 region)
RDI16
S: 379 bp, BCG: 379 bp M.1: 401 bp M.h: 401 bp

M 5 Mt BcG Mb N
ATCGTTCACGGACAGCCGTAGT
TCGTCACCLGGTCAGCTCGTOGA
TACCCGTCLGCCGAGOGUAGCAT
GLOGUGCAAAGAGUOGOCAACT
GAATTGCAGOCGCAAGGGCGTGO
GUGACCGUCAGUCGOGOGOCCA
AGTCGCTGTCGTAGCGAGGOCG
TACCGCGTCGAGCAGCTCCGCA
ACATTGGGAAATCGCTGTTGCA
GCTGGCCCACGGGATATCCGTC
CAGCAGTGOCCGGLGCTAAGACC
COCCCATCTOGGTUCAGAGOCC
GTTCGATGATGTCAGCGGGOGT
CTOGGAGTGOUCAGGTGATOGA
GUACGGOCCCAADCAGTTGOTOC
TTGGTGCCGAAGTGACGAAACAC
CAGCCCGTGGTTGACCTTGGATC
GAG

(bp)
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M: Molecular size marker
Lane S: Patient DNA
Lane M.t: M. tuberculosis DNA

Lane M.b: M.bovis DNA
Lane N: Negative control

379 bp

379 bp

TWwW5BCGHE 17281, MEITHWwWSHRTW 3
BCG #% 7 T RIFERLH & 5272 1) RD16 #EIH 22%‘?1

ATCGTTCACGGACAGCCGTAGT
TCGTCACCGGTCAGCTCGTOGA
TACCCGTCGOCGAGUGCAGCAT
GGGOGCAAAGAGOCGOCAACT
GAATTGCAGOGCAAGGGOGTGE
GOGACCGOCAGCCGOGUGOCCA
AGTCGCTGTCGTAGCGAGGOCG
TACCGOGTCGAGCAGCTCCGOA
ACATTGGGAAATCGCTGTTGCA
GETGGOCCACGGGATATCOGTC
CAGCAGTGOCOGGGOTAAGACT
CGOCCATGTCGGTOGAGAGOCC
GITCGATGATGTCAGCGGGOGE
CTCGGAGTGCAACAGTCTGGTC
AGCTTCGTGCCCAGGTGATCGAG
CACGGCCCCAACCAGTTGGTCCTT
GGTGCCGAAGTGACGAAACACCA
GCOCGTGGTTGACCTTGGATCGA
G

Lane BCG: BCG Tokyo strain DNA

172 #:® DNA 7S sz L v fEEHICE 5 7.
FERAZE
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o BIERH H¥D DNA » SIS W EWE ¥ — 7e72%, BCGWIC X 2K FHEE, BRiks BWiEE
JITUVAMILCHER LA, BIERORIT»HE L,9H16H & 9 Isoniazid (INH), Refampicin(RFP),

LN/ TIEBCG R 172/ & F U < 22 ¥ 55 Pirazinamide (PZA) ® 3#IZ X 2 WHRIAH = BAdG L

BRI LTWw7z (Fig. 3). D Lo RICE - T, 7.
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2HATHIEL, DBIZINH & REPO2KIPEH & L
2. BB LR Lz, B0 HRBSES R
Dlaholzizod, 20004110 HFT7Y K~ v LAl
PSR 2 51T, DERGM RAFC, INH & RFP o5
3, SHI4HE T HHfTWHRT L7z, Eid—
HBRELTYE 00 IOREBIRBIFCTCH o7, &
B, W EREERE, TNy, IL-12 ZEERREE % &0
MZEEAT o727, HORREEIIFEDON Lo 72,
zZ =

BUE, WA iRk C— I S v 2458
WHEE TR v MIBEEED 2285, wihtd BCG
Wo b MHEEE»OENIARTETH LY. KB T
TR DbNIIGE, ¢ MR THNIL,
IR L T2 WREEA R C ABEL, RFP+
INH +PZA {Z Streptomycin (SM) & % &, Ethanbtol
(EB) ZIMZ 7-i69E% RIS 2 L8 P H D7, —7,
BCG & #ti4id BCG A% H A A 7 & BAE I HRE T
LHREIISTH 575, BRI E VT D MG A
ZTWDY RN SN BRI R VA, SRS
W ESERSZICHE U7 B AR S L Tw B, L,
BCCHICL A BRIRIIZDEL B THREIFTH DY,
EB ORIVEF R, #H SM #iikifa# e &EO/NE~D A
HAZZEL, RFP+INH (+PZA) IZX OO A
THELZBGL, BRERTTH- ERM DG SN T
WB 2D X, HEIER PRI D20,
RN, BCGHAMe MUBER 2T 2 &
i, BIEARAN - RE~NORMEEZER T E 5 L FFEC,
BeN Gt R R BEREANOFP L, EREFREOH
HIEKIZ b 2 %d35. 4138, BCGWEEHE
PP 2 ARER U727, PlER N &R 2 589 £ TIC 1 A A,
wkZHiECc2 A AL, ABE®H 2 INH+RFP+
PZA Wk & SM BiEIC X B iE#EITV, B AR
ke 57-0 2 MOk 2 L 720, 42 DR
YA LT, BWERMMAS S O PCR B X 5 BCG
W e e MR O R L Tnizzo, B
B, RHEB AT S ek MR & %
HAERHIH E CoOMMIE 5 B, FEEEOMHTIIRIL 2
AR TH o7z BRBRAD S OEBE DM TN,
WERBREEAEOZ L 2 (HERHTBCG HM e MRl
B0 B2 Th by, BRSO TEHTH-
c EHICB LTI, S TOER T, INH+RFP+
PZA ® 3#ITH#HH L, @ RFPRFOHMY, 77
)R Y EONBHILEIZE L2 00, NERZ
L7 %8B, BCGH % & T M. bovis? A &5z %
12, INH, RFPICIZREFTH 525, PZAIZM L Tl
EEZRTEEINEY, SREFOZ L ZHFEL TV
o 7272 3HIBEHP G- 24T - 7225, BCGHIZ X 5
BAETH ML PZA OB G I ELWEBb 5.

B, BCGWIZ X 2 HIERGIEL B 256, BHA
P AE R IFN=y, IL-12 A MWBEIE 72 & 0 ZEHE R
BOMBIWBEL 25705, SIS 2RI
oz

FaEBRz TR - Mhda& o /RNeplh 56 2R
225, PCR 12T BCG B DNA OAFAE % JH I i CiE
B L7 R 2 f2BR L7, BCG HIC & 2 IREE 5 1
RIS R IBGHETIEH 525,  MEFERRE & OR#E 4
FRNIHIR EAEHTH Y, APCREVILSERT S
CENEENS.

W IFNy, IL-12 2 HARRFIE 5 & O BB T BT %
fTo Twi7iniz, JUMKRFRFREFIIFEB R R 56 E E
Forl, REHEZRAICHRB VI LE T, KL OERIL,
% 81 ol H AR JRGE A ey (2007 424 1 HU#f) 2B w
THRLT.
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Usefulness of PCR in Rapidly Diagnosing Subcutaneous Abscess and
Costal Osteomyelitis Caused by Mycobacterium bovis BCG

Naruhiko ISHIWADA", Haruka HISHIKI"”, Masaharu WATANABE?,
Kiyofumi OHKUSU? & Yoichi KOHNQO"

"Department of Pediatrics, Chiba University Graduate School of Medicine,
*Division of Clinical laboratory, Chiba University Hospital,
9Department of Microbiology Regeneration and Advanced Medical Science,
Gifu University Graduate School of Medicine

Conventional polymerase chain reaction (PCR) used to identify mycobacterial species does not distin-
guish between Mycobacterium tuberculosis and M. bovis BCG, and several weeks or months may be needed to
identify individual slow-growing Mycobacterial species. We report a 4-year-old girl who had subcutaneous
abscess and sternal osteomyelitis after BCG vaccination at 4 month of age. We directly identified M. bovis
BCG genome in the punctured abscess within a few days using PCR and PCR-restriction fragment length
polymorphism. Such PCR is useful for rapidly diagnosing and managing of appropriate therapy in patients
with infection due to M. bovis BCG.

(JJ.A. Inf. D. 82 : 30~33, 2008)
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