186

WECHEBPIC 3 5 B2 & O MRSA AR &

3l vk D A sz

FOHR I e b 9e X > & — i

TRERT  WHE m sk B mdF B
g W P EE o wmAK w0 JIF R

(S HITE4E 6 A 21 HZA)
(A FIIG4E 11 H 28 HZH)

Key words: MRSA, multilocus sequence typing (MLST),
staphylococcal cassette chromosome mec (SCC mec), antimicrobial susceptibility, food

g2 §F

i @ methicillinresistant  Staphylococcus aureus (MRSA) Ot FADEGe) 2 7 23T 52 L % H
M, BERB X OAMBICBIT 5 MRSA OFREELMAL, 20 Wk SEHNBSZ M L OEIRE 0
ZIRHT L 72, 2017 AR ICHRINCUaE L 72 2 - S (IEIRE 158 Mk, WA 112 #ifk) oW, 21 Mk 5 22
BRD MRSA %778 L7z KA (11.3%) B LOHEA (105%) TEHVEEFRTH -7z 58k S 7z MRSA ¥
X, NravA v rRTA4ars=y, VAVIYR, ANT 7 A MRV —)L—1Y X NTY) NEZHET
Hotzh, HEIWMRT NI A 2 VREHTH DI VA 7)) VIR RTHRASK, Tyt ux 0
NG THR, TI 2V AV RRERITHATINT Y, FUrI<A Ty, AF=A T I ENENR 3K,
8k, IBRICRRD N7z, W AR A & 55 S 72 MRSA8 Bk 7 R D (a1 A%, CC398, SCCmec V T
Y, WK THAT LTV B REHER MRSA OB FHIE —F LTz, 72, TR O DRIZAET tetK, tetM
BIZTEWRAL, T b4 20 Vit I 794 20 vicxk Lkt 222" L. ERERAH
K MRSA 7 oEA TR, ERNOTHEGR MRSA Tl 55 CC8, SCCmec IV TH-72. —T,
BEN &R MRSA TZ\» SCCmec 11 OB F I 2 RA T L1k, SHGHES Nah o7z, HNIZHKET S
AR OEARESED S, EPES, WAMBRTRZ 2 EET RO MRSA 29t Sh, &2 5 e bADK

ge) 27 HfEii e s

F X

MRSA i, BHHIZIASAHEL, & MR LEss -
RWOIRELZ LB LD TE D, AMIZRNEROF
572 JH N (healthcare-acquired MRSA ; HA-MRSA)
LT T L, Wi MRSA (community-
acquired MRSA : CA-MRSA) 12 X 2R b 5% < #H
HEENTWwDY, /T, MRSA ZAANFEPK
WEEL LS NY, 2512, HA-MRSA B X U CA-
MRSA & @ IZFRAR LD, KEFHET MRSA
(livestock-associated MRSA ; LA-MRSA) & wbi
B RS, IREED 6 Ol & LT S hTw s,

BUGEE RIS © (F116-0073) HECHRH A X E AN 3—24—1
FORUHR R RE 2 e £ > & — A
TRERT
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DL IIRERMAFIAAT H MRSA 75, W
RUWEWDOBIAIZE ) b MICREFEEES L, MRSA
ERYHED R & 72 2 ReEda S s, FHN
WIZERSKEYOMAMD L ML TEY, &
DR, 5 REE B MRSA 75 ek 2 30385 5 W
W HH, TokdEERInTnzRwn,

X512, RERHAMNBEICBVTIE, BT ESES,
SRR, AKPERI PSR & L CRANT S 7= HUii A
BRI TBY, HKEWHKEMRSAIZBIT5S, %
AR O MBS &SN D, HTL T M IH A
79 v (TC) REHNL, MWAXRZ PVOREEHNH
EWAMC B 2B KESTF TR S, HAR, KEB
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(MINO) 13 MRSA EHEDIRH I SN2 HEH
HBHIENS, EMFICEREWH K MRSA @ 35|
MR O IEIR DL EETH 5.

AWFZ7E T M O MRSA HHEEZ LR 5 H
T, BABITHANE,S MRSA #08EL, Wk
DBIZFRI B X OFEHNES M DR %2 A7z

M EHE

1. M

FEHZ 2017 4E 5 A5 11 FICH A itdE L 7z
P 44 Motk (ERE 20 WAk, +— & b5V 7 15 Mifk,
T A A 5K, T oMl 4 BRI, BAGH24 BiiR), K
A 80 Mtk (EEE 40 Mefk, 72U 4 9Kk, #5459
Wik, 7r~—2r 3Kk, ZoOM 14 #R, B AET 40
WAR), FEP 57 Befk (EPE 43 #fk, 75 2V 10 Bk,
T A A 28R, ¥ A 28K, AR 14 k), o
i ER, BRE) B X ORI 33 B (1
i 25 WK, WA 8 WHfR), DB X USRI TN
56 Fefk (I 30 #efk, 71 6 Befk, & oAl 20 Frik,
i AR 26 Befk), w270 Mk (EE 158 Befk, A 112
k) &L 7.

2. MRSA O#fih

HFE 25g 1ICREMF 7 b 7K (Oxoid) 225mL % Il 2.
MM A M=y F I, 37C T2 M £ 1T-
7o, WWEREE L7 7~ ¥ VREHIPRMESNT
W52 aETH— MRSA 27 1) — v EiH (L)
W8, 37C THE L, 24 WrRiB X V48 BRI
BLAERER LWL, ML ITo72. ML
T2BRIZDOWT, PST T v 7 A (RIMLE:) L5727
¥ Y THT OB, BHRO PCRENI X % mecA
BIZTORARYE 7 + % ¥ F >~ (CFX) itk %
L7z 0% MRSA & L7z,

3. MRSA ®E{= TR

Bt & 7z MRSA HW#kIC DWW T, MiSeq (Tllumina)
EFRHWTET ) LAy =7 Y ARITW, ol r ) A
7 = 712 DOWwWTCLC Genomics Workbench 9.0
(QIAGEN) Tde novo assembly #%EfTL72. #®
K% 2> 5 Center for Genomic Epidemiology (CGE, h
ttps://cge.cbs.dtu.dk/services/) % i L C, Multilo-
cus sequence typing (MLST) B X ¥ SCCmecFinder
12 & % SCCmec typing %47 - 72. Clonal Complex
(CC) &, MLST @ Sequence Type (ST) &S
% 7 Locus (arcC, aroE, glpF, gmk, pta, tpi, yqil)
® Allele profile @9 %, 1 Locus ® & Allele #F7572%
BBb0xEMOCCE L.

3. FEH RS R

1) 74 A7 ¥k

TROEHNEZ T4 27 (kv 74 A7, HAE
BD) #Hw<T, TC, zuss7x=a—)l (CP),

A 24 3 J20H

HFr=<A4Ty (KM), 7TIH¥ ¥ (AMK), AV7 7
AMFHY—=N—1IY XM TFY A (SXT), FAK~
43 (FOM), /v 7uax%+3 ¥ (NFLX), U &
V') F (LZD), 74 2377 =r (TEIC), CFX %xt
412, Clinical and Laboratory Standards Institute
(CLSDYIZH#EfiL L THT o 72,

2) ARG

TRO F74 7L — 1+ (GRIHMES) 2HwT, =Y
Auax A4y (EM), 759 Au~v4 ¥ (CAM),
ryy<4 vy (GM), Nra<xA v (VCM),
MINO, # 7ua %% ¥ ¥ (OFLX), 7€YY~
(ABPC), 7 7V 1)~ (CEZ), ¥ 7+ % F ¥ A
(CTX), 7uE*x+ 7 (FMOX), 1 I 4 A (IPM),
A ¥4y r (MPIPC) #3412, CLSLICHERL 7=
PR IUE IS X D i/ NREE BRIRRE (MIC) %3l
& L72Y. EM, CAM, GM, VCM, MINO, OFLX,
MPIPC {22\ Tid CLSI D@ 2 # 2 HE - THE L,
HEIHED 2\ CEZ, CTX, FMOX, IPM IZ2WT
& MIC ORIED A %47 - 7.

4. TC &R T oM

TC i MR % X 51, BE#R o PCRIEVIC X B tetK,
tetl, tetM, tetO DB LR ) A3 —4 ¥ A
L85 N 725D CGE  ResFinder |2 & 5 tet =T
DOFRIZI Y, TC WHEE T OMREEIT- 7.

B &

1. MRSA #Hiaki

MRSA i, 444 Bk 1 Bk (23%), KA 80
Bk 9B R (11.3%), 5 P 1 57 M 1k v 6 1 1k
(105%), ZFoOMERB L RN THE 33 Bk 1
AR (3.0%), B X OEAHEN G 56 ke 4
Bk (7.1%), &t 21 ik (7.8%) H»HorHES i, i
e AN THERICRE ZETIRBDOON L o7
(Table 1).

21 AR 7 & 53 B S 1L 72 MRSA22 #k @ MLST 1,
F—A 7 TESWHEK IR STS, 7r~v—72
PE, ANRA VE, T A W PERRHRER 7 #kAHY ST398,
T A A ERRERLRASTS, 77 Y VERANRH
% 1 ¥RATST1176 (CC5), F¥~—~7ETEHNE 1
A3ST2990(CC1), 4 ¥ FA Y THETEHE 1 #ASST
88 TdH > 7z (Table 2). EFEHKKTIZ, KAHR
PRiZ ST97, ST8 D45 1 ¥k, FA Ik 5 FRIZ A G A RE
(CC8), MW HI R 1 #R1% ST8, &% T H*K 1 #25ST
276 (CC1), F ¥ x & A H3k 1 #A¥ST3191 (CCH9)
Tholz. WHAED S HIT VTN D Allele profile
W% arcC_3, aroE_3, glpF_1, gmk_1, pta_4, tpi_4, yqiL
380 Td Y, MLST % PubMLST IZ ST4663 T #i #L
BERL 7o

SCCmec BIiZ, W A M H SRR TIZIV S5 HE, V
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Table 1 Prevalence of MRSA in foods retailed in Tokyo
No. of samples (%)
Samples Domestic Imported Total
Examined Po(s;)i/:;ve Examined PO(S(}/: ;ve Examined PO(S(;E ;ve
Beef 20 0 (0) 24 1 4.2 44 1(2.3)
Pork 40 2 (5.0) 40 7 (175) 80 9 (11.3)
Chicken 43 5 (11.6) 14 1(7.1) 57 6 (10.5)
Other meat and meat products 25 1 (4.0 8 0 (0) 33 1 (3.0)
Seafood and fish products 30 2 (6.7) 26 277 56 4(7.1)
Total 158 10 (6.3) 112 11 (9.8 270 21 (7.3)
Table 2 Genotypes and drug-resistance of MRSA strains
Source Origin ST CcC SCCmec Drug-resistance Sljroéi?lfs
Imported Australia Beef ST59 CCh9 v CP, KM, GM, EM. CAM 1
Denmark Pork ST398 CC398 A% TC, EM, CAM 2
Denmark Pork ST398 CC398 \4 TC, MINO, EM, CAM 1
Spain Pork ST398 CC398 Vv TC, MINO, CP, NFLX, OFLX 1
Spain Pork ST398 CC398 v TC, MINO, NFLX, OFLX 1
Spain Pork ST398 CC398 \4 TC, EM, CAM, NFLX, OFLX 1
USA Pork ST398 CC398 \% TC 1
USA Pork ST5 CCs v TC, NFLX, OFLX 1
Brazil Chicken ST1176 CChs v KM, EM, CAM 1
Denmark Shrimp ST2990 CC1 v 1
Indonesia Shrimp ST88 CC88 v TC 1
Domestic Japan Pork ST97 CC97 A% TC, CP, GM, EM, CAM, NFLX, OFLX 1
Japan Pork ST8 CC8 v KM, GM, EM, CAM 1
Japan Chicken ST4663 CC8 v CP, KM, GM 2
Japan Chicken ST4663 CC8 v KM, GM, AMK, EM, CAM 2
Japan Chicken ST4663 CC8 v CP, KM, GM, AMK 1
Japan Wild boar ST8 CC8 v EM, CAM, NFLX, OFLX 1
Japan Scallops ST2764 CC1 v EM, CAM, NFLX, OFLX 1
Japan Beryx splendens ST3191 CC59 v KM, EM,CAM 1

ATHRT, ERERMHCRRTIZIV A IR, V25 14k

Tadh o7 (Table 2).
2. MRSA Kbk SEHI B2

T A AT LB X OB AL X B HEH &
ZVERERIZ BT, 15 5 N7 KA DL % i A,

[E] PE i 12530 TR L 72 (Table 3).

72, % MRSA

WAk DOFEHI /S % — > % Table 21278 L72. MRSA
WAROIESRIE, TC RIEHITIX, TC A% A 75.0%
(ST398 : 8 #&, ST88:1#k), i dh10.0% (STIT7 :
1 #k), MINO »%#i A i 25.0% (ST398 : 3#k), [ &
i 0% T, WAMOWERO T Ehr o, —T, 7
I 7 ay FREFTIE, KM %A 167% (ST
59, STI1176 : 4 1 #%), @S 70.0% (ST4663 : 5 Fk,
ST8, ST3191: 4% 14k), GM A% Afh 8.3% (ST59 :
1#k), El B & 700% (ST4663 : 5%k, ST8, ST59:

£ 18k, AMK A% A 0%, FEEE M 30.0% (ST4663 :

3H) T, EREMOMERO B Ero. 2, 7
VAaF s a AL T, A (ST398 @ 3#k, ST
5:1#k), EES (ST97, ST8, ST2764: % 1#) &
D 30% FREEC, v~z a T4 FRICHLTIE, AW
50% (ST398 : 4 £k, ST59, ST1176: % 1 k), E
i 70% (ST4663 @ 3 & B ) IZMEA RO iz,

MRSA #HE#SEE LT SN 5 VCM, TEIC, LZD,

SXT 2 L Clid % 773 MRSA BRIZMH S L 225
7z.

VCM @ MIC 28T, 1#A% 2ug/mL, 21 AY1
ug/mL BLFCTdH -7z (Table 4). MINO ® MIC ¥
Wt 2 7R L, 16ug/mL TldE & H % S5 BEAHY 3 #E,
Bug/mL THH O 6 TH ), DM 13HKIZD
WTId 05ug/mL DL F CRESZETH - 72, ABPC IZH)
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Table 3 Drug-resistance of MRSA strains assessed with the disk diffusion and broth microdilution methods
Percentage of strains resistant to indicated drugs
Disk diffusion method Broth microdilution method
TC CP KM AMK SXT FOM NFLX LZD TEIC EM CAM GM VCM MINO OFLX ABPC MPIPC
Imported 750 167 16.7 0 0 0 33.3 0 0 50.0  50.0 8.3 0 25.0 33.3 100 91.7
Domestic 100 400 700 300 0 0 30.0 0 0 700 700 700 0 0 30.0 100 100
Total 455 273 409 136 0 0 318 0 0 591 591 364 0 136 318 100 954
Table 4 Minimum inhibitory concentration (MIC) of MRSA strains
No. of strains
MIC
EM CAM GM VCM MINO OFLX MPIPC ABPC CEZ CTX FMOX IPM
>64 <
64 ; ; : ; 1
>16%, 32 129 12 3 6 4 1 3
16 1 1 1 3 5 6 2 7
8 6 1 4 8 3 12 4
4 6 4 8 8
2 1 1 1 2 8
1 5 15 8 4 2 1
<05, 05 8h 9 6 1 6 1 1
0.25 1 9 9 6
<0125 3 14

a)>16: for IPM, EM, CAM, GM, VCM, MINO, OFLX, ABPC and MPIPC, b) <0.5: for CEZ, CTX and FMOX, c) - Concentration not
tested, d) Bold: resistant, e) Italic: intermediate, f) Normal: sensitive (no interpretive criteria for ABPC, CEZ, CTX, FMOX and IPM)

Table 5 MLST and resistant pattern of MRSA strains resistant to TC

ST Resistance pattern tet gene Sample
ST398 TC, MINO)Y, EM, CAM, CPFX, OFLX tetK, tetM Imported pork
TC, MINO, CP, CPFX OFLX
TC, MINO, CPFX, OFLX
TC, MINO, EM, CAM
TC, (MINO), EM, CAM
TC, (MINO), EM, CAM
TC, (MINO)
ST5 TC, (MINO), CPFX, OFLX tetL, tetT Imported pork
ST88 TC tetK Imported shrimp
ST97 TC, (MINO), CP, GM, EM, CAM, CPFX, OFLX tetM Domestic pork

a) (): intermediate to MINO

L TiEeToKD %2 /R L, MPIPC Tit MIC %34
pg/mL L &R 3 PEO#MAS 22 T, 2ug/mL TR
ZYEDRDS 1 BB S 7z,

3. TCIi 1 MRSA Wtk D MLST 8 L MRA tet i

=¥

TC fiif P ¥k © MLST (&, % A WK A HI ok 7 #k 12 ST
398, 1H#kIE ST5, AT Y HIE 1 #kix ST8, EMK
WK 1 #RkiE ST97 T&H - 72 (Table 5). ST398 ® 7
FRiz 4 ¢ MINO 2t F 723 h %2R L, tet EizT
& LT tetK RO tetM S5+ % A LT 7z ST #k

A 24 3 J20H

1E MINO \CH & 7" L, tetl B O tetT st nT- % R A
L, ST8#ix TC A MEZ R L, tetK #InT %
A L, ST97 ¥kid MINO IZH Rl # 7R L, tetM 1%
TaA LTz,
z =

ABNIZHRET 2 ER, SR L, fSAER O
BN T o MRSA R 2 A L 7288, K,
FEAIZA 10%, AL 7% CTHRIETH 72, KA
WBWTIZERE S (5.0%) & Adh (17.5%) THH
BNZEDFRD S 7z, MRSA 2 S 7z A KA
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DFFEENINCRTH D, RO IKEY; 25 MRSA (275
FEAN TV LR E 2 Sz, B, BERNORE
2B B MRSA M H R B, [ BE 98 A 2/444 Bk
(05%)", TWWFEA 2/107 Befk (1.9%), THRIKA 1/65
Wik (15%) VKD 5 A7 7 1/115 Btk (09%)2 &
WEEIN TS, RIFFEICBT 2 BESZER S O
WL IEETH - -01F, B H MRSA IR EE
Fa i L CiafTo 722 TR BEREEZS
N7z, EALVCIEBITE & BRI BT 2 F Vv 7o &
D, HETIEEA 450 Bk (80%), KK 3/63 Mk
(48%)", 7 v ~<— 27 TIXHA4/102 Bk (39%),
KA 3/20 Befk (15%) ™ & il S, S hlfd 5 7z i
AEIZBIT 5 MRSA i L M5 TH - 72 fasr
4% T MRSA M s -0k, Fr~v—27EHE
HAO AV PRV THEREBNET Ty 754 77—,
EEF > 254080 g, EHERY THTHY, #h
B, WKEBRBE 7213 LB AT MRSA 12 a T
WA AREMEAYE 2 Sz, MLST & CCl, CC59, CC
88 THhY, CAMRSA IZRRDLNLHEITH 727,
WARMOD ) B, FUv—00, ARAVE, T A
V) A ERA DS, ST398, SCCmec V. MRSA #5717
eI Sz S oBMETFIIEECORICB W T, LA-
MRSA TRH LN TE Y ARHERIZB VT HEM
TR E s XN B9 LA-MRSA, ST398 i%
WOR T CHRF IR L, & MIHREL 27,
F 72, ENOBIEN T, A SN72HEIK 125 B 41
SHORPERT 706 OB b Wy s ne®. BfEET
DEZH, ENOEERY M5 LA-MRSA, ST398,
SCCmec V ORBHHGE BN A8, EINOIKD S 458
E N7z MSSA D 40% ASST398 TdH V', mec &% T
DIKFARIEO W REMER, WAREZRWAZRZANL T
ENIEZRET 2 W RMEsE 2 6N, 4%, EWNICBIT
% LA-MRSA, ST398 o#i#asfaisns. —7, H
FEDOHA, KRR UHADSFTF, CC8 (ST8 KU
ST4663), SCCmec IV 3t S v, Z o #&fs TRl
EN D CA-MRSA 124 VY, BRRAE KOO 4
FICBWTHMB SR TWwaBYY, F 72 HA-MRSA
ELTHEB"DDH 5 SCCmec 1, ARFATIZFED
SN ro . A, fh A EH Rk & R i R
T H 7 5 8IEF RO MRSA 25380 7.
ENTIZPt MRSA #TH % VCM, TEIC, 7L
ATy, LIDROF T <AL vof, V77 ¥
v & SXT @ftH, MINO, ¥/ uarR%# 73/
7 ay FRESHENESFEFCE L35 4
A4 L 72 MRSA #kix4:C, VCM, TEIC, LZD &
OSXTIZEZETH -7, LA LEd2S, VCM O
MIC 7% 2ug/mL DAY 1 B S 7z, MIC 25 2ug/
mL UL EO#TIE VCM DR IFcERne

OEBH Y, b MR L BT &g
SNTOHEBMIERPLELE LD EEZ LN $72,
TNFTF )0 IR RTRS TR, 77
a3y FRIEHTH S AMK, GM, KM IiZiZdZFhFh
3Bk 8Kk 9MBINE N TI Y oY FRHE
AR AR S I RE S SRR IS % < BRO B 7z, [ Sl
RBRIZZ o 728 = T- B CC8 (ST8 J 1N ST4663) 7
o5 H 6 MRIZ KM RO GM IZTif %2 m L7z 2 &
5, 73703y FIiittErRd CC8 kATE N O
IZHAT LTV BRI E 2 iz,

Al S 7z TC i 10 BRORA T 5 tet BIET
13, tetK, tetL, tetM J UF tetT MinT-C, F1 5 Diif
TERRIE S tetK, tetL Hin T 2SHUB Al OIS G- L,
tetM, tetT SEAGTHY) RV — L Ri#E s v 8 7 15§
5bDTHDY. WHEBIET tetM, tetT 1 X1 TC
FHHEHFTH B MINO 12 b i % R, TCIE 10
B9 H 9 ki MINO (2t L itk £ 7213 h < dH
D, NSV TND tetM T 203 tetT Z2RAE L T
7o, AR & 7z MINO i £ 7z b Bikk o 9 5
7RI LA-MRSA L% 2 515 ST38BETH - 7=,
LA-MRSA, CC398 D#iZ tetM BIn T2 AT 5 &
WMETINDH, RKFEITBNTH 7THRET tetK KO
tetM IET- % A LTz, 5%, LA-MRSA, ST398
FRASEI P YL U 7282, RBRLS tetK K O tetM &
mT2Aa5 5 TCHHMAERTS 2 W RV L% 2
bNb. TCREANIBWHEIER L L TEIN TS
SIS NLPWETH S CRE #3500 b >,
32%, BRI #2500 &>, 32%, HA #5350 k>,
40%)*~%. TCIHHE 10 Bkd 9 B 9 Bk iX iy A £5 5 ik
THH, £Nid TC 2% /"3 LA-MRSA, ST398
DML Wb EEZ 5N, EEKARED 1
FRaBo Sz, BUE, BN CTEIESRS & L<To TC
RIEHN DS HH 7T HPEHIWE ST 525 3
FIYER R K D720, SHRMHEOHIRAWFES LS.

HANMER O DRI, BENES L SRS
Fokhlend, B, BRIE, MEENT B T L DR
BEIND. AWZEICE Y, ABNICHET 5 R KL O
RS S ERE G, WAMBRO BT RN RL S
MRSA H3#eit S, KM IMBAA 5 ORI, &
b bADIEY) X 7 AEEE N Lo T,
%%mﬁ%ﬁﬁ%ﬁﬁ%iﬁﬁmﬁﬁﬁ% e b,
Yo, L, BRIEIC X B 0 UPREINTIN 2 i A & kT L T
<%%ﬁ%ét%z%ht

AEE A OF AN A i & SR TE W 72 B
RGN v & — LA, BRI AR AT O £

mEH B OFRICEH LTS,

FRSA A - pEITXEBDRL
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Prevalence and Antimicrobial Susceptibility of Methicillin-Resistant Staphylococcus aureus isolated from Retail
Foods in Tokyo

Yukako SHIMOJIMA, Kana SOEDA, Yasunori SUZUKI, Rie FUKUI, Rei KATO,
Akihiko HIRAI Jun SUZUKI & Kenji SADAMASU
Department of Microbiology, Tokyo Metropolitan Institute of Public Health

To understand the risk of methicillin-resistant Staphylococcus aureus (MRSA) infection that occurs from
contaminated food, we investigated the prevalence of MRSA in retail meat and seafood and analyzed the an-
timicrobial susceptibility and genotypes of the isolates. MRSA was identified in 21 out of 270 food samples
(158 domestic samples and 112 imported samples) of food sold in Tokyo in 2017. The 22 MRSA isolates from
the 21 food samples were all susceptible to vancomycin, teicoplanin, linezolid, and trimethoprim-
sulfamethoxazole, but resistant to minocycline (3 isolates), fluoroquinolone (7 isolates), amikacin (3 isolates),
gentamicin (8 isolates), and kanamycin (9 isolates). The genotypes of 7 isolates from imported pork samples
were CC398 and SCCmec V, which are livestock-associated MRSA isolates reported in the United States and
Europe. The 7 isolates exhibited resistance to tetracycline and resistance or intermediate resistance to mino-
cycline and possessed fetK and tetM. The genotypes of 7 isolates from domestic meat samples were CC8 and
SCCmec 1V, which are community-acquired MRSA isolates reported in Japan. However, SCCmec II isolates,
which are reported frequently in healthcare-acquired MRSA, were not isolated in the present study. The
genotypes of isolates varied between domestic and imported samples. The results suggest that there is a
risk of MRSA infection from food sources.
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